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3 <110> APPLICANT: Cellzome AG 

5 <12 0> TITLE OF INVENTION: Protein complexes of the TIP60 transcriptional 

6 activator protein as well as components, fragments 

7 and derivatives thereof and methods for using the same 

9 <130> FILE REFERENCE: Protein complexes of the TIP60 transcriptional 



W- 


- > 


10 


activator protein as 


well as components, 


fragments and 






w- 


- > 


11 


derivatives 


thereof 


and 


methods 


for using the same 








c- 


-> 


13 


<140> 


CURRENT APPLICATION NUMBER: US/10/521, 748 










c- 


- > 


13 


<141> 


CURRENT FILING DATE: 2005- 


01-19 


















13 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


EP02016110 .5 
















14 


<151> 


PRIOR 


FILING DATE: 


2002-07 


-19 




















16 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


EP03101321.2 
















17 


<151> 


PRIOR 


FILING DATE: 


2003-05 


-12 




















19 


<160> 


NUMBER OF 


SEQ 


ID NOS: 


18 






















21 


<170> 


SOFTWARE : 


Patentln version 3.1 


















23 


<210> 


SEQ ID NO: 


1 




























24 


<211> 


LENGTH: 919 




























25 


<212> 


TYPE: 


PRT 






























26 


<213> 


ORGANISM: 


Homo sapiens 






















28 


<400> 


SEQUENCE : 


1 




























30 


Met 


Glu 


Val 


Gin 


Leu 


Gly 


Leu 


Gly 


Arg 


Val 


Tyr 


Pro 


Arg 


Pro 


Pro 


Ser 






31 


1 










5 










10 










15 








34 


Lys 


Thr 


Tyr 


Arg 


Gly 


Ala 


Phe 


Gin 


Asn 


Leu 


Phe 


Gin 


Ser 


Val 


Arg 


Glu 






35 










20 










25 










30 










38 


Val 


He 


Gin 


Asn 


Pro 


Gly 


Pro 


Arg 


His 


Pro 


Glu 


Ala 


Ala 


Ser 


Ala 


Ala 






39 








35 










40 . 










45 












42 


Pro 


Pro 


Gly 


Ala 


Ser 


Leu 


Leu 


Leu 


Leu 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 






43 




50 










55 










60 














46 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Glu 


Thr 






47 


65 












70 










75 










80 






50 


Ser 


Pro 


Arg 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gly 


Glu 


Asp 


Gly 


Ser 


Pro 


Gin 






51 












85 










90 










95 








54 


Ala 


His 


Arg 


Arg 


Gly 


Pro 


Thr 


Gly 


Tyr 


Leu 


Val 


Leu 


Asp 


Glu 


Glu 


Gin 






55 










100 










105 










110 










58 


Gin 


Pro 


Ser 


Gin 


Pro 


Gin 


Ser 


Ala 


Leu 


Glu 


Cys 


His 


Pro 


Glu 


Arg 


Gly 






59 








115 










120 










125 












62 


Cys 


Val 


Pro 


Glu 


Pro 


Gly 


Ala 


Ala 


Val 


Ala 


Ala 


Ser 


Lys 


Gly 


Leu 


Pro 






63 




130 










135 










140 














66 


Gin 


Gin 


Leu 


Pro 


Ala 


Pro 


Pro 


Asp 


Glu 


Asp 


Asp 


Ser 


Ala 


Ala 


Pro 


Ser 






67 


145 












150 










155 










160 






70 


Thr 


Leu 


Ser 


Leu 


Leu 


Gly 


Pro 


Thr 


Phe 


Pro 


Gly 


Leu 


Ser 


Ser 


Cys 


Ser 






71 












165 










170 










175 








74 


Ala 


Asp 


Leu 


Lys 


Asp 


lie 


Leu 


Ser 


Glu 


Ala 


Ser 


Thr 


Met 


Gin 


Leu 


Leu 
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75 




180 






185 








190 






78 Gin Gin Gin Gin Gin Glu Ala Val Ser Glu Gly Ser Ser Ser Gly Arg 


79 


195 








200 






205 








82 Ala Arg Glu Ala Ser Gly Ala Pro Thr Ser Ser Lys Asp Asn Tyr Leu 


83 210 








215 




220 










86 Gly Gly Thr Ser Thr lie Ser Asp Asn Ala Lys Glu Leu Cys Lys Ala 


87 225 








230 




235 








240 


90 Val Ser Val Ser Met Gly Leu Gly Val Glu Ala Leu Glu His Leu Ser 


91 






245 




250 








255 




94 Pro Gly Glu Gin Leu Arg Gly Asp Cys Met Tyr Ala Pro Leu Leu Gly 


95 




260 






265 








270 






98 Val Pro Pro Ala Val Arg Pro Thr Pro Cys Ala Pro Leu Ala Glu Cys 


99 


275 








280 






285 








102 Lys 


Gly 


Ser 


Leu 


Leu 


Asp 


Asp Ser Ala 


Gly 


Lys 


Ser 


ixir 


Glu 


Asp 


Thr 


103 


290 










295 






300 










106 Ala 


Glu 


Tyr 


Ser 


Pro 


Phe 


Lys Gly Gly 


Tyr 


Thr 


Lys 


Gly 


Leu 


Glu 


Gly 


107 305 










310 






315 












110 Glu 


Ser 


Leu 


Gly 


Cys 


Ser 


Gly Ser Ala 


Ala 


Ala 


Giy 


Ser 


Ser 


Gly 


Thr 


111 








325 






330 














114 Leu 


Glu 


Leu 


Pro 


Ser 


Thr 


Leu Ser Leu 


Tyr 


Lys 


Ser 


Giy 


Ala 


Leu 


Asp 


115 






340 






345 
















118 Glu 


Ala 


Ala 


Ala 


Tyr 


Gin 


Ser Arg Asp 


Tyr 


Tyr 


Asn 


pne 


Pro 


Leu 


TV "1 _ 

Ala 


119 




355 








360 








365 








122 Leu 


TV T — 

Ala 


Gly 


Pro 


Pro 


Pro 


Pro Pro Pro 


Pro 


Pro 


rllS 


Pro 


His 


TV T 

Ala 


Arg 


123 


370 










375 






380 










126 lie 


Lys 


Leu 


Glu 


Asn 


Pro 


Leu Asp Tyr 


Gly 


Ser 


Ala 


Trp 


TV "1 „ 

Ala 


Ala 


Ala 


127 385 










390 






395 










400 


130 Ala 


Ala 


Gin 


Cys 


Arg 


Tyr 


Gly Asp Leu 


Ala 


Ser 


Leu 


His 


Gly 


Ala 


Gly 


131 








405 






410 










415 




134 Ala 


Ala 


Gly 


Pro 


Gly 


Ser 


Gly Ser Pro 


Ser 


Ala 


Ala 


Ala 


Ser 


Ser 


Ser 


135 






420 






425 










430 






138 Trp 


His 


Thr 


Leu 


Phe 


Thr 


Ala Glu Glu 


Gly 


Gin 


Leu 


Tyr 


Gly 


Pro 


Cys 


139 




435 








440 








445 








142 Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly Gly Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


143 


450 










455 






460 










146 Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly Gly Glu 


Ala 


Gly 


Ala 


Val 


Ala 


Pro 


Tyr 


147 465 










470 






475 










480 


150 Gly 


Tyr 


Thr 


Arg 


Pro 


Pro 


Gin Gly Leu 


Ala 


Gly 


Gin 


Glu 


Ser 


Asp 


Phe 


151 








485 






490 










495 




154 Thr 


Ala 


Pro 


Asp 


Val 


Trp 


Tyr Pro Gly 


Gly 


Met 


Val 


Ser 


Arg 


Val 


Pro 


155 






500 






505 










510 






158 Tyr 


Pro 


Ser 


Pro 


Thr 


Cys 


Val Lys Ser 


Glu 


Met 


Gly 


Pro 


Trp 


Met 


Asp 


159 




515 








520 








525 








162 Ser 


Tyr 


Ser 


Gly 


Pro 


Tyr 


Gly Asp Met 


Arg 


Leu 


Glu 


Thr 


Ala 


Arg 


Asp 


163 


530 










535 






540 










166 His 


Val 


Leu 


Pro 


He 


Asp 


Tyr Tyr Phe 


Pro 


Pro 


Gin 


Lys 


Thr 


Cys 


Leu 


167 545 










550 






555 










560 ° 


170 He 


Cys 


Gly 


Asp 


Glu 


Ala 


Ser Gly Cys 


His 


Tyr 


Gly 


Ala 


Leu 


Thr 


Cys 


171 








565 






570 










575 
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174 


Gly Ser 


cys jjys vax 


rlic 


Fne 


Lys 


Arg 


nla 


Aid 






Lys 


OJ.il 


T.\/<? 


± /d 






Qft C\ 








CQC 

JO J 
















178 


Tyr 


Leu 


CyS AJ.a oci 


Arg 


Asn 


Asp 




1 11 X 


lie 


Asp 


Lys 


file 


Arg 


Aig 


179 






















fin r 

v U ^ 








182 


Lys Asn 


cys rro ber 


Cys 


Arg 


Leu 


Arg 


Lys 


Cys 


Tyr 




Ala 




Mor 


lb J 




610 






D _L D 










D Z U 










186 


Thr 


Leu 


Gly Ala Arg 


Lys 


Leu 


Lys 


Lys 


Leu 


Giy 


Asn 


Leu 


Lys 


Leu 


bin 


187 


625 






an 
o3 U 




















fi a n 

Ofx u 


190 


Glu 


Glu 


Gly Glu Ala 


Ser 


Ser 


inr 


inr 


Ser 


Pro 


inr 


LjIU 


bill 


inr 


inr 


191 






o4d 










ODU 










fi c; c: 
ODD 




194 


Gin Lys 


Leu Tnr Val 


Ser 


His 


lie 


GlU 


Giy 


Tyr 


GIU 


Cys 


Gin 


Pro 


i ie 


195 






c tz f\ 

ooO 








c a c 

ODD 










D / U 






198 


Phe 


Leu 


Asn Val Leu 


Glu 


Ala 


lie 


GlU 


Pro 


Giy 


vai 


vai 


Cys 


Aia 


Giy 


199 






C *7 C 

O/D 






boU 










D O D 








202 


His 


Asp 


Asn Asn Gin 


Pro 


Asp 


Ser 


Pne 


Ala 


Ala 


Leu 


Leu 


Ser 


Ser 


Leu 


203 




690 






c o c 
695 










/ uu 










206 


Asn 


Glu 


Leu Gly Glu 


Arg 


Gin 


Leu 


Val 


His 


val 


val 


Lys 


Trp 


Aia 


Lys 


207 


705 






710 










715 










/ Z U 


210 


Ala 


Leu 


Pro Gly Phe 


Arg 


Asn 


Leu 


His 


Val 


Asp 


Asp 


Gin 


Met 


Aia 


vai 


211 






725 










/jU 










/ O D 




214 


He 


Gin 


Tyr Ser Trp 


Met 


Gly 


Leu 


Met 


val 


Pne 


Aia 


Mec 


/•-I n 

Giy 


Trp 


Arg 


one 
215 






*7/i n 








1 A C 










Ten 
/ jU 






218 


Ser 


Phe 


Thr Asn Val 


Asn 


Ser 


Arg 


Met 


Leu 


Tyr 


Pne 


TV T ■= 

Aia 


Pro 


Asp 


Leu 


219 






755 






Ten 
/oU 










■7fi Q 








222 


Val 


Phe 


Asn Glu Tyr 


Arg 


Met 


His 


Lys 


Ser 


Arg 


Mec 


Tyr 


Ser 


Gin 


Cys 


223 




770 






775 










*7 q n 
/ oU 










226 


Val 


Arg 


Met Arg His 


Leu 


Ser 


Gin 


Glu 


Phe 


Giy 


Trp 


Leu 


Gin 


lie 


i nr 


227 


785 






*7 o r\ 

790 










/9b 










G n n 


230 


Pro 


Gin 


Glu Phe Leu 


Cys 


Met 


Lys 


Ala 


Leu 


Leu 


Leu 


fjie 


Ser 


i ie 


Tin 

lie 


231 






805 










Q1 ft 

o 1 U 










o ± D 




234 


Pro 


Val 


Asp Gly Leu 


Lys 


Asn 


Gin 


Lys 


rfle 


rile 


Asp 


bill 


Leu 


Arg 


Mot- 
net. 


O ~i c 

235 






o *"> n 
8zU 


















pin 






O T O 


Asn Tyr 


lie jjys giu 


Leu 


Asp 


Arg 


lie 


Tin 

ne 


Aia 


Cys 


Lys 


Arg 


iiyb 




O "3 O 

2 3 9 






835 






Q A C\ 










Oft D 








""> A O 


Pro 


Thr 


Ser Cys Ser 


Arg 


Arg 


rflc 


Tyr 




Leu 


1 XIX 


i-i y o 


JjC Li 


l-i C Li 


7\ en 
/lop 


z43 




850 






ODD 










ft fin 










0 


Ser 


Val 


Gin Pro He 


Ala 


Arg 


Glu 


T ,D1 1 


nio 


V7J.il 


C LLC 


Thr 


Phe 


Asp 


Leu 


Q A *7 


865 






870 










o / d 












250 


Leu 


He 


Lys Ser His 


Met 


Val 


Ser 


Val 


Asp 


Phe 


Pro 


Glu 


Met 


Met 


Ala 


251 






885 










890 










895 




254 


Glu 


He 


He Ser Val 


Gin 


Val 


Pro 


Lys 


He 


Leu 


Ser 


Gly 


Lys 


Val 


Lys 


255 






900 








905 










910 






258 


Pro 


He 


Tyr Phe His 


Thr 


Gin 




















259 






915 
























262 


<210> SEQ ID NO: 2 
























263 


<211>. LENGTH: 3 75 
























264 


<212> TYPE: PRT 
























265 


<213> ORGANISM: Homo sapiens 


















267 


<400> SEQUENCE: 2 
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269 


Met 


Asp Asp 


ASp 


lie 


Aia Aia 


Leu 


vai 


vai 


Asp 


Asn 


oiy 


Ser 


o±y 




270 


1 








b 








1 A 

1 u 










± b 




273 


Cys 


Lys 


Ala 


Gly 


Phe 


Aia tjiy 


Asp 


Asp 


Aia 


Pro 


Arg 


Aia 


vai 


rile 


Pro 


274 








o a 
z U 








z b 










A 






277 


Ser 


He 


Val 


Gly 


Arg 


Pro Arg 


His 


(jin 


Gly 


vai 


Mec 


vai 


Vjiy 


Met 


vjiy 


278 






35 








A A 










4b 








281 


Gin 


Lys 


Asp 


Ser 


Tyr 


Val Gly 


ASp 


GlU 


Ala 


bin 


Ser 


Lys 


Arg 


Cjiy 


lie 


2 82 




50 








bb 










C A 

bU 










285 


Leu 


Thr 


Leu 


Lys 


Tyr 


Pro He 


GlU 


His 


Gly 


T 1 a 

lie 


vai 


inr 


Asn 


Trp 


Asp 


286 


65 










70 








75 










O A 

oU 


289 


Asp 


Met 


Glu 


Lys 


He 


Trp His 


His 


Thr 


Phe 


Tyr 


Asn 


GlU 


Leu 


Arg 


vai 


290 










85 








O A 

y u 










Q c 
y b 




293 


Ala 


Pro 


Glu 


Glu 


His 


Pro Val 


Leu 


Leu 


Thr 


Glu 


Ala 


Pro 


Leu 


Asn 


Pro 


294 








100 








105 










1 T A 

1 1U 






297 


Lys 


Ala 


Asn 


Arg 


Glu 


Lys Met 


Thr 


Gin 


He 


Met 


Phe 


Glu 


Thr 


Pne 


Asn 


298 






115 








lz U 










"IOC 

Izb 








301 


Thr 


Pro 


Ala 


Met 


Tyr 


Val Ala 


He 


Gin 


Ala 


Val 


Leu 


Ser 


Leu 


Tyr 


TV 1 -» 

Ala 


302 




130 








135 










140 










305 


Ser 


Gly Arg 


Thr 


Thr 


Gly He 


Val 


Met 


Asp 


Ser 


Gly 


Asp 


Gly 


Val 


Thr 


306 


145 










150 








155 










1 C A 

lo U 


309 


His 


Thr 


Val 


Pro 


He 


Tyr Glu 


Gly 


Tyr 


Ala 


Leu 


Pro 


His 


Ala 


lie 


Leu 


310 










165 








170 










1 /b 




313 


Arg 


Leu Asp 


Leu 


Ala 


Gly Arg 


Asp 


Leu 


Thr 


Asp 


Tyr 


Leu 


Met 


Lys 


lie 


314 








180 








185 










1 Q A 

iy u 






317 


Leu 


Thr 


Glu 


Arg 


Gly 


Tyr Ser 


Phe 


Thr 


Thr 


Thr 


Ala 


Glu 


Arg 


GlU 


lie 


318 






195 








o a a 
z UU 










one 
Z Ub 








321 


Val 


Arg Asp 


He 


Lys 


Glu Lys 


Leu 


Cys 


Tyr 


Val 


Ala 


Leu 


Asp 


Phe 


Glu 


322 




210 








z lb 










O O A 

z z u 










325 


Gin 


Glu 


Met 


Ala 


Thr 


Ala Ala 


Ser 


Ser 


Ser 


Ser 


Leu 


GlU 


Lys 


Ser 


Tyr 


326 


225 










230 








O "D C 

zob 










OA A 
Z4 U 


329 


Glu 


Leu 


Pro 


Asp 


Gly 


Gin Val 


He 


Thr 


He 


Gly 


Asn 


GlU 


Arg 


Pne 


Arg 


330 










245 








o c r\ 

zbU 










Z bb 




333 


Cys 


Pro 


Glu 


Ala 


Leu 


Phe Gin 


Pro 


Ser 


Pne 


Leu 


Gly 


Met 


GlU 


ser 


Cys 


334 








260 








o c c 
zob 










OTA 

z / u 






337 


Gly 


He 


His 


Glu 


Thr 


Thr Phe 


Asn 


Ser 


lie 


Met 


Lys 


Cys 


Asp 


vai 


Asp 


TJfl 
J JO 






275 








Z O U 










9 ft R 








341 


lie 


Arg Lys 


Asp 


Leu 


Tyr Ala 


Asn 


inr 


vai 


Leu 


Ser 


oiy 


vjiy 


i nr 


Thr 






290 








z y b 










inn 










345 


Met 


Tyr 


Pro 


Gly 


He 


Ala Asp 


Arg 


Met 


Gin 


Lys 


Glu 


He 


Thr 


Ala 


Leu 


346 


305 










310 








315 










320 


349 


Ala 


Pro 


Ser 


Thr 


Met 


Lys He 


Lys 


He 


He 


Ala 


Pro 


Pro 


Glu 


Arg 


Lys 


350 










325 








330 










335 




353 


Tyr 


Ser 


Val 


Trp 


He 


Gly Gly 


Ser 


He 


Leu 


Ala 


Ser 


Leu 


Ser 


Thr 


Phe 


354 








340 








345 










350 






357 


Gin 


Gin 


Met 


Trp 


lie 


Ser Lys 


Gin 


Glu 


Tyr 


Asp 


Glu 


Ser 


Gly 


Pro 


Ser 


358 






355 








360 










365 








361 


He 


Val 


His 


Arg 


Lys 


Cys Phe 




















362 




370 








375 




















365 


<210> SEQ ID NO 


: 3 
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366 


<211> LENGTH: 429 
























367 


<212> TYPE: 


PRT 


























368 


<213> ORGANISM: 


Homo sapiens 


















370 


<400> SEQUENCE: 


3 
























372 


Met 


Ser 


Gly 


Gly 


Val 


Tyr 


Gly 


Gly 


Asp 


Glu 


Val 


Gly 


Ala 


Leu 


Val 


Phe 


373 


1 








5 










10 










15 




376 


Asp 


lie 


Gly 


Ser 


Tyr 


Thr 


Val 


Arg 


Ala 


Gly 


Tyr 


Ala 


Gly 


Glu 


Asp 


Cys 


377 








20 










25 










30 






380 


Pro 


Lys 


Val 


Asp 


Phe 


Pro 


Thr 


Ala 


He 


Gly 


Met 


Val 


Val 


Glu 


Arg 


Asp 


381 






35 










40 










45 








384 


Asp 


Gly 


Ser 


Thr 


Leu 


Met 


Glu 


He 


Asp 


Gly 


Asp 


Lys 


Gly 


Lys 


Gin 


Gly 


385 




50 










55 










60 










388 


Gly 


Pro 


Thr 


Tyr 


Tyr 


lie 


Asp 


Thr 


Asn 


Ala 


Leu 


Arg 


Val 


Pro 


Arg 


Glu 


389 


65 










70 










75 










80 


392 


Asn 


Met 


Glu 


Ala 


He 


Ser 


Pro 


Leu 


Lys 


Asn 


Gly 


Met 


Val 


Glu 


Asp 


Trp 


393 










85 










90 










95 




396 


Asp 


Ser 


Phe 


Gin 


Ala 


He 


Leu 


Asp 


His 


Thr 


Tyr 


Lys 


Met 


His 


Val 


Lys 


397 








100 










105 










110 






400 


Ser 


Glu 


Ala 


Ser 


Leu 


His 


Pro 


Val 


Leu 


Met 


Ser 


Glu 


Ala 


Pro 


Trp 


Asn 


401 






115 










120 










125 








404 


Thr 


Arg 


Ala 


Lys 


Arg 


Glu 


Lys 


Leu 


Thr 


Glu 


Leu 


Met 


Phe 


Glu 


His 


Tyr 


405 




130 










135 










140 










408 


Asn 


lie 


Pro 


Ala 


Phe 


Phe 


Leu 


Cys 


Lys 


Thr 


Ala 


Val 


Leu 


Thr 


Ala 


Phe 


409 


145 










150 










155 










160 


412 


Ala 


Asn 


Gly 


Arg 


Ser 


Thr 


Gly 


Leu 


He 


Leu 


Asp 


Ser 


Gly 


Ala 


Thr 


His 


413 










165 










170 










175 




416 


Thr 


Thr 


Ala 


He 


Pro 


Val 


His 


Asp 


Gly 


Tyr 


Val 


Leu 


Gin 


Gin 


Gly 


He 


417 








180 










185 










190 






420 


Val 


Lys 


Ser 


Pro 


Leu 


Ala 


Gly 


Asp 


Phe 


He 


Thr 


Met 


Gin 


Cys 


Arg 


Glu 


421 






195 










200 










205 








424 


Leu 


Phe 


Gin 


Glu 


Met 


Asn 


He 


Glu 


Leu 


Val 


Pro 


Pro 


Tyr 


Met 


He 


Ala 


425 




210 










215 










220 










428 


Ser 


Lys 


Glu 


Ala 


Val 


Arg 


GlU 


Gly 


Ser 


Pro 


Ala 


Asn 


Trp 


Lys 


Arg 


Lys 


429 


o o c 
ZZb 










230 










235 










240 


432 


Glu 


Lys 


Leu 


Pro 


r*~\ t-i 


vai 


l nr 


Arg 


Ser 


Trp 


His 


Asn 


Tyr 


Met 


Cys 


Asn 


433 










245 










250 










o c c 
Zbb 




436 


Cys 


Val 


He 


Gin 


Asp 


Phe 


Gin 


Ala 


Ser 


Val 


Leu 


Gin 


Val 


Ser 


Asp 


Ser 


437 








260 










o c c 
Zbb 










O 1 ft 

Z /U 






440 


Thr 


Tyr 


Asp 


Glu 


Gin 


Val 


Ala 


Ala 


Gin 


Met 


Pro 


Thr 


Val 


His 


Tyr 


Glu 


441 






275 










280 










285 








444 


Phe 


Pro 


Asn 


Gly 


Tyr 


Asn 


Cys 


Asp 


Phe 


Gly 


Ala 


Glu 


Arg 


Leu 


Lys 


He 


445 




290 










295 










300 










448 


Pro 


Glu 


Gly 


Leu 


Phe 


Asp 


Pro 


Ser 


Asn 


Val 


Lys 


Gly 


Leu 


Ser 


Gly 


Asn 


449 


305 










310 










315 










320 


452 


Thr 


Met 


Leu 


Gly 


Val 


Ser 


His 


Val 


Val 


Thr 


Thr 


Ser 


Val 


Gly 


Met 


Cys 


453 










325 










330 










335 




456 


Asp 


He 


Asp 


He 


Arg 


Pro 


Gly 


Leu 


Tyr 


Gly 


Ser 


Val 


He 


Val 


Ala 


Gly 


457 








340 










345 










350 






460 


Gly 


Asn 


Thr 


Leu 


He 


Gin 


Ser 


Phe 


Thr 


Asp 


Arg 


Leu 


Asn 


Arg 


Glu 


Leu 
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VERIFICATION SUMMARY DATE: 01/17/2006 

PATENT APPLICATION: US/10/521, 748 TIME: 11:29:40 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF4\01172006\J521748.raw 

L:10 M:259 W: Allowed number of lines exceeded, <130> FILE REFERENCE : 

L:ll M:259 W: Allowed number of lines exceeded, <130> FILE REFERENCE: 

L:13 M:270 C: Current Application Number differs, Replaced Current Application No 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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